Eight murine paired box-containing (Pax) genes have been isolated so far. The gene described here, Pax7, contains not only a paired box, but also an octapeptide and a paired-type homeobox. As shown by Northern and in situ analysis, Pax7 is expressed from day 8 to 17 p.c. during embryogenesis. At early stages Pax7 transcripts are present in a subset of cells throughout the entire brain, but later in development expression is limited to the mesencephalon. In the developing neural tube Pax7 is restricted to the dorsal ventricular zone along the entire antero-posterior axis, suggesting a role for Pax7 in the formation of certain parts of the CNS. Additionally Pax7 expression can be followed during myogenesis from the dermamyotome of the somites to the skeletal muscle tissues.
Introduction
The complex series of events which unfolds during embryogenesis is governed by genetic mechanisms which seem to have been highly conserved during evolution. Many Drosophila developmental control genes act as transcription factors based on DNA-binding activity of conserved protein domains to regulatory elements. Consequently many vertebrate genes could be isolated based on sequence similarities to Drosophila DNA motifs.
One of the best studied examples of a conserved sequence during evolution is the homeobox. It is present not only in developmental control genes of Drosophila, but also in highly divergent species such as mouse, man, chicken, zebrafish, C. elegans and even in yeast (for review see Scott et al., 1989) . The homeoboxes can be subdivided into 11 classes so far. Among them is the paired-type homeobox class, which includes the three Drosophila segmentation genes paired (prd), gooseberry distal ( gsb-d ) and gooseberry proximal ( gsb-p ) (Frigerio et al., 1986; Baumgartner et al., 1987) . These three genes as well as two tissue-specific Drosophila genes, Correspondence: P. Gruss, Department of Molecular Cell Biology, Max Planck Institute of Biophysical Chemistry, 3400 G~Sttingen, F.R.G.
Pox meso and Pox neuro contain a second conserved sequence termed the paired box (Bopp et al., 1986 (Bopp et al., , 1989 . This motif seems to be as widely distributed in evolution as the homeobox, since it is found in at least three human and eight murine genes and is present in the genomes of turtle, Xenopus, chicken, zebrafish and nematodes (Burri et al., 1989; Deutsch et al., 1988; Dressier et al., 1988 , 1990 , Plachov et al., 1990 and Walther et al., unpublished data) .
The Drosophila prd, gsb-d and gsb-p genes are known to play a crucial role in segmentation of the embryo. Although the adult mouse is not an obviously segmented organism like Drosophila, segmentation is an important part of murine embryogenesis (Hogan et al., 1985) . This is most obvious in somitogenesis, in which metameric units, the somites, are formed along the rostrocaudal axis lateral to the neural tube. Each somite differentiates into dermatome, myotome and sclerotome and ultimately into skin, skeletal muscles and axial skeleton, respectively. Here one of the paired box containing genes (Pax) genes, namely Pax1, is expressed in the sclerotome of the somites and in later stages in the intervertebral disks (Deutsch et al., 1988) . The pronephros of the embryonic excretory system is another structure which clearly shows a segmented character. Interestingly two other Pax genes, Pax2 (Dressier et al., 1990) 
